[Evolution of Lycopodiaceae from results of sequencing spacer sequences of chloroplast rRNA genes].
Nucleotide sequences of a chloroplast rDNA region including 8 bp from the 3' end of 23S rDNA-ITS2-4.5S rDNA-ITS3-5S rDNA-ITS4 (approximately 800 bp) were determined in 25 species of Lycopodiaceae and two species of the genus Isoetes. The rate of molecular evolution of spacers significantly varied in different Lycopsida taxa. A phylogenetic analysis by the neighbor-joining (NJ) method revealed that the family Lycopodiaceae is monophyletic. The topology of phylogenetic trees suggests the isolation of four or probably five genera in family Lycopodiaceae. For these genera, synapomorphic indels were detected. The obtained data were compared with the results of phylogenetic analysis of Lycopsida with regard to other sequences. The relationships of taxa within the family Lycopodiaceae is discussed.